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Spatial Molecular Imaging of
FFPE Cancer Samples at
Unlimited Multi-Omic Spatial
Plex allows True Systems
Biology Understanding
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Notice

The CosMx™ SMI and decoder probes are not offered and/or delivered to the following UPC member states*
for use in these countries for the detection of RNA in a method used for the detection of a plurality of analytes
in a cell or tissue sample without the consent of the President and Fellows of Harvard College (Harvard
Corporation) as owner of the Unitary Patent EP 4 108 782 B1. The use for the detection of RNA is prohibited
without the consent of the of the President and Fellows of Harvard College (Harvard Corporation).

*Austria, Belgium, Bulgaria, Denmark, Estonia, Finland, France, Germany, Italy, Latvia, Lithuania, Luxembourg,
Malta, Netherlands, Portugal, Slovenia, Sweden

The CosMx™ SMI and decoder probes are not offered and/or delivered to the Federal Republic of Germany for
use in the Federal Republic of Germany for the detection of cellular RNA, messenger RNA, microRNA,
ribosomal RNA and any combinations thereof in a method used in fluorescence in situ hybridization for
detecting a plurality of analytes in a sample without the consent of the President and Fellows of Harvard
College (Harvard Corporation) as owner of the German part of EP 2 794 928 B1. The use for the detection of
cellular RNA, messenger RNA, microRNA, ribosomal RNA and any combinations thereof is prohibited without
the consent of the of the President and Fellows of Harvard College (Harvard Corporation).
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Spatial Biology is the Next Life Sciences Revolution

Single Cell

Genome Analyzer Chromium GeoMx® DSP CosMx® SMI

Spatially-resolved Transcriptomics
Next Generation Sequencing Single Cell Genomics P 20320 Method of the Y:ar

2009 Method of the Year 2013 Method of the Year

Adapted from concept and images by Dr. Aviv Regev of The Broad Institute; Nature Methods n a n o S t r i n 9
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From very first AGBT Spatial Summit (2019) to Spatial Single-Cell Whole
Transcriptome Imaging (2024), pushing multi-omic plex to the absolute
maximum, for true systems-biology interrogation of tissue

CosMx
6,000 genes

NanoString’s CosMx SMI Achieves Whole Transcriptome Imaging at

CosMx*
Whole Transcriptome

>18,000 genes

Adding a “same-slide”
> 570-plex protein assay

(Immune-Oncology Proteome
Atlas) in 2023

CosMx
“. - Dr. Joseph M Beechem . Single-Cell Resolution

Director of Precisfon Oncology " w% " "CSO ard SVP of R&D 1 ,OOO genes

Oregon Health Sciences University NanoString Major milestone marked by first public dataset released for CosMx Whole Transcriptome Panel with additional

data forthcoming at the AGBT Meeting
(11 ) .
born” in cancer 10 studies on FFPE GeoMx January 7, 2024
SEATTLE--(BUSINESS WIRE)--NanoString Technologies, Inc. (NASDAQ: NSTG), a leading provider of life science tools for
earch, today announced the release of the first public dataset of the whole transcriptome

discovery and translational res
i ution on the CosMx™ Spatial Molecular Imager (SMI). The data will be highlighted at the 42nd

Whole Transcriptome
18,000 genes
GeOMX “Using the CosMx Whole
1,800+ genes : :
“born” as a sequencing chemistry, and

applied to spatial-sequencing

CosMx Whole Transcriptome Panel Achieves Scientific Moonshot

GeoMx
84 genes

2019 2021 2022

nano§tr|n9®
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Marco Island, Feb 27 2019: AGBT’s very first Spatial Biology Event
was NSTG-proposed & Sponsored. NSTG invited all of the spatial
technologies to our event, in order to be inclusive and work together

to advance the science...

tSloatlal_ o R < ol : Digital Spatial Profiling:
ranscriptomics ; LW 1 .- ] ’ : ' - '
P . < | *‘ | Delivering on the Promise of Spatial Genomics
for monitoring L=y = A K- : 2 Profeomica
ALS disease : A NS soseorn 4SS |
e S 5 . , X osep . Beechem,
dynamlcs Sl : _ SVP of Research and Development

27-Feb-2019
Spatial Genomics Summit --- AGBT

Marco Island FL

M ing the brai ith .
MERFISH T o, From tissues to

The mI | T T T : ,.:»fﬁ ( S|ng|e Ce”S and

organizatio fth hyp thlm

Lo e ) back again...

Jeffrey R. Moffitt
i Fei Chen

Nanostring In Sifu Genomics Workshop
Feb 27, 2019

nano§tr|n9®
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NSTG Not Going Anywhere. Accomplished $47.5M new funding for
2024.

Lawsuit — CosMx, Lawsuit — GeoMXx

tSloatlal_ o _ < ol : Digital Spatial Profiling:
ranscriptomics ' W 1 ' . . ’ - )
P . o=l .01 '~ | Delivering on the Promise of Spatial Genomics
for monitoring L="A } o K d A N & Proteomice
ALS disease : WRL . . - soseorn 4SS |
= e o , : oseph M. Beechem,
dynamlcs - : SVP of Research and Development

27-Feb-2019
Spatial Genomics Summit --- AGBT

Z BROAD

SN INSTITUTE Marco Island FL

M ing the brai ith % .
MERFISH W e, From tissues to

The molecular, spatial, and functional = ; “! : h : - < Si n g I e Cel IS a n d

organization of the hypothalamic
preoptic region via in situ single-cell

transcriptomics baCk agai n .- nn

Jeffrey R. Moffitt

Program in Cellular and Molecular Medicine
on Children’s Hospital

ot Microbil o S Nanostring /n Situ Genomics Workshop
e ent:of Microbiclogy T e
Harvard Medical School 2 v» - Feb 27’ 2019

Spatial Genomics Summit | February 27, 2019
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Feb 8, 2024: GEN publishes two articles on the problem of
the attempt to Monopolize all Spatial Biology Approaches

I T o PR b e
.

NahoString CSO Joe Beechem Insists
the [SorRany 'Not GO Sounding an Alarm over Spatial Biology

GEN talks to Joe Beechemn about the decision to file Chapter 11, where the
company goes from here, and the future of innovation in the spatial biology field

Bly\/ Miranda E. Orr, PhD, Arutha Kulasinghe, PhD, Grant R. Kolar, MD, PhD, Holger Heyn, PhD, Jasmine Plummer, PhD, Lasse Sommer Kristensen,
PhD, Jorgen Kjems, PhD, Gordon Mills, MD, PhD, Juan ). Garcia-Vallejo, PhD, L. Nijman, PhD, Nicholas P. West, PhD, and Amanda Cox, PhD -
By Julianna LeMieux, PhD - February 8, 2024 Februar}f 8, 20]24
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Spatial Biology Demands Multiple Levels of Plex, Resolution, and Throughput

Profilers

TISSUE STRUCTURES

Digital Spatial Profiler

Whole Transcriptome
(18,000+ plex)
> 570-plex Proteins

—Ar

LI I I I\ § ===

Imagers

SINGLE CELL SUB-CELLULAR

Spatial Molecular Imager

Up to Whole Transcriptome (>18,000-plex) RNA
76-plex Proteins

nano.Str|n9®
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GeoMx® 10 Proteome Atlas

Discover the Next Immuno-Oncology Biomarker

REQUEST A QUOTE

Home » Products » GeoMx Digital Spatial Profiler » GeoMx Protein Assays » GeoMx® O Proteome Atlas

Spatial Proteomics Redefined <SEL

Comprising nearly all Abcam’s IHC-validated human antibodies for immuno-oncology (10), the 4 _. , H :

seamlessly integrate GeoMx [PA into your lab with a histology compati Workflow. “'-‘?-"—‘bﬁ:’:.: paY




H ighest-PIex Designing an Immuno Oncology Proteome Atlas
SyStemS'BK)IOgy Curated and validated 10 Content . (=) )

# Use Clinical Proteomic Tumor ¥ ¥

Mumbser ol Studied by Tumo: She

Analysis Consortium (CPTAC) data Ot swrted by seglesing

l \ roa C h # Focus on post-translational =3 = o
J modifications A b

# Use high quality abcam antibodies

. » Employ Immuno Oncology subject s
patially-Resolved, ===

) Human Specific .

570+ Proteins, Mapped to 556 Pross W xmce

Cancer-Focused il _
= 77 Functional Annotations inblbiors

All Hallmarks of Cancer

P ane I E ver =) ()

Amobic glyoolysis
nhicicrs

FEEEL L E S L

v

Beleowve am-
Fillammaicry drugs

Yw

| ) f Epigenetic | { ) ) Proteotoxic ) [ Complement ) | ) L | | TH1 .
Developed (by far) [ (S (s () (o) (i) o) (oo
F Androgen f L H N | | Purinergic | | | f | TH17 '
Signaling | ERBB2 Signaling | MET Signaling signaling Cytotoxicity ) Hippo Signaling Notch Signaling ' Differentiation
i | Estrogen | 1 f e f | ! I T
| Apoptosis Signaling MHC 1/11 | | RAGE Signaling Differentiation | IDH1,2 MRF2 Signaling Differentiation
- F '\. - " r B r b r b f
, , Mitochondrial DNA Damage L . N
Autophagy | FGFR Signaling | Metabolism Senescence | Repair IL Signaling Oxidative Stress t TLR Signaling
| | : immortality & | | . | o
Cancer FoxO Signaling mTor Signalling T Cell Exhaustion Drug Resistance Stemness P53 Signaling TNF Signaling
L A = L ¥ 9 F % ¥ . 4 - -
. B Fa = Fa T o L e - B - N g i
Il Adhesi Slutamine M Tcell EGFR Signali Insulin Signali P13-Akt Signali Treg
Ce esion Metabolism _ e Checkpoints gnaling | | nsulin Signating | | gna ng. ~ Differentiation
( | [ Glyealysis= | | o T ¥ ¥ | Type1g2
Cell Cycle Glucose Inﬂr:l:':lI::un TCR Signaling EMT IE:: ms: PDGF Signaling Interferon
Chemokine Hedgehog | NFB Signali .~ TGFBeta | saksmr || Prostoglandin | |
signaling Signaling 5 e Signaling Endocytosis Signaling ~ Inflammation | VEGF Signaling
I ™
GeoMx Immuno Oncology Proteome Atlas Functional Pathways R




GeoMx 570-plex Immune-Proteome Atlas Resolves hundreds of
proteins on nearly every tissue of the body (normal & cancerous)

Gall Bladder

Lterine Canger
Cancer

Breast Cancer o o Stomach Cancer

e ' )
A &

Proteins detected per
AOI per Tissue Type

= — 3 &nom O @ J §/ O LC g a3 e C D5 5 s = O w W - F : i K F ;
0 - 18 - - X

nano.Strlngﬁ
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Same-Slide, 570-plex Protein (up to 610-plex with Custom) plus
18,000+ RNA in Tissue: Finally a Protein-Plex to get excited about!

DE between Immune and Tumor Segments

cDad
CD74
HLA-DR HLA-DRB1

: O O O REG4
" _ “ \ GR;WQ . HLA-DRA
O ™ r’ ‘3\/’?5150
@ N :
CRC FFPE sample Information on Information on
cellular mechanisms cellular function and - 6
kand reg u Iatlon phenOtypeS Higher in Tumor <- log2 Fold-Change —> Higher in Inmune

GeoMx nNanoStrin
Digital Spatial Profiler FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. Nano P~ I




Example of same slide 570-plex protein, 18,000-plex RNA in an 8-week
(post-gestation) whole human embryo*

Protein v RNA Protein E RNA

Phospho-Protein

/Myocardium
', 3 *?endocardial

cushion tissue
S

* In collaboration with: BS de Bakker, MJB van den Hoff et al. Dutch Fetal Pericardium caudal
Biobank, Amsterdam UMC o



beta Tubulin S eSS
SRS

Q
MRS

- r---_--




Spatial Biology Demands Multiple Levels of Plex, Resolution, and Throughput

Profilers Imagers
TISSUE STRUCTURES SINGLE CELL SUB-CELLULAR

Digital Spatial Profiler

Spatial Molecular Imager

Whole Transcriptome Up to Whole Transcriptome (>18,000-plex) RNA

(18,000+ plex) ) _
> 570-plex Proteins 76-plex Proteins

nanoStnng
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CosMx Whole Transcriptome Key Performance Characteristics

From the very beginning of CosMx design, we had one over- | (In collaboration with Dr. Holger Heyn, CNAG)
rldlng goal: nCount_RNA nFeature_ RNA

Recapitulate ALL of the capabilities of sSCRNA-
seq, but with sub-cellular spatial resolution

guonoss 0
L0 ¥910.GL 9

The Performance Specifications that count should be identical to how
scRNA-seq is measured

normalized count
Zuonoas™g|

e Sensitivity = maximum number of transcripts per cell =
CosMx clearly wins here...

L0 1G1080C 9

0 1000 2000 3000 4000 O 1000 2000 3000 4000

o Sensitivity = largest diversity of transcripts per cell =
CosMx clearly wins here... Coshx [l flexki

e For above specifications to be real, best-in-class segmentation
required

CosMx clearly wins here...

nano.Strlngﬁ
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CosMx Cell-Segmentation: High-Plex Protein Driven, nVIDIA
Accelerated, Al-ML trained, and with 4t Generation Release

Z-stack of multi- Image-based cell
channel protein segmentation (4" Generation)
tissue images p A Cell label

ML-augmented cell

segmentation
ch | D I )°)

Generalist approach ‘

Image pre-
pmcessmg

NVIDIA.
' cellpose
* a generalist algorithm for celbular segmentation O @ k

Decaded RMNA targets + Protein Cell Segmentatlon

Delivers multiple-layer . ,
2 2 Protein Cell Segmentation
information . ! ¥ E o) g T ,

T e :h__: ..-' g - L 1 -H. e .,,:-_- = :r _
b S ¥ . ¥ cad By
r:;:h"j : 3 . r--h' " L
e ez ;i
BED o £
% = e Ly
o TN o
e g e
L o) ;;." - / -. \.“- £ 2] ; ’.‘__F"__:
§ 7o ksp]
bl }; L, &D k Wy 1,-.}‘ %
/ . I\-.‘__é :‘:‘r_h o
e

Nuclei i £ )N g/ _ 3
g o # \ t > :_.r.__- II-'

r»:. ‘__L___ .E. . e S _;. \t:_‘ "...'ZI::; .
ﬁ 3 ﬁwé% % i Pmteln expression
v mm : __h
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W,

o F bmmuna Syslem

High-Plex Panels can be _ CosMx 1,000-plex Pa

organ/disease agnostic.
200 Million single-cells and 60
publications later now proves

this point

‘If 1
Expression and
translocation of

olfaciory

\ receplors

Example: Commercial 247-plex Panel = W s
4H+oqqr

=g T SNl CosMx SMI 1000-plex Delivered 60+ Publications and Preprints

Tissue Encyclopedia Patient-to-Patient Drug Mechanism of Action Disease Characterization
Heterogenicity

TR OO S
Trachable isirstumsr Microdasing aad Spatial Prefiling
Proevide Earty Imibphis inlo Activity ol inseabigaticnal

Hauwhaae and neutrophil I-e;tem;:'e.iéitir '
at single-cell spatial resolution in human
inflammatory bowel disease

Cell Reports

Stomach encyclopadia: Combinad single-call arnd
spatial ranseriptomees rovial eoll divariity and
homaaitalic rogulation of buman dlomach

“ T : i 74 MR = - - -
- .‘-::;::"‘- - \ 4o b :
I! - t A\ =
I | .._.l' — 5 et o) . i
; o e s - -
S\l = e M
f \ ) | —1 e sy — e )
! B | q Ex ; q\= e S
, pression and o
R r m translocation of | == = [re—
N B II". olfactory 4
k. y ’
R * \
nanoStrin g
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Organ-specific panel coverage
of reactome

[re-——

— Selected Publications —-. nanoStri ng
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CosMx 6,000-plex Panel: Now Shipping Commercially
scRNA-seq NOT required, measure all the sample biology in a single slide

Programmed Cedl Death

Exirscalllar mans
organizasian

S5l aulass
— s migracions

Spatial Molecular Imager

Cellular responzes to stimuli

Cofl o fosonGas jo cToes

D& Rapair

Immune Systemn

Cyinking Sicrualng in Immuna xpeem

g by Vs

il 1 !

= e b RORA

WY, aclivales gene

Neutrophil = . Regulatonof
degranulﬂtlﬂn s B %, JFNG eignaling

b,

ks, -
. i
.—f‘.—"-"_-— PP —

Javigen
g
_ f Usiegul din &
= Projeasome
dipranion

o ' =iy
MHC class kT N
L]

Hemostasis

 Sighating |
by Hippe |
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Move beyond “marker-gene” and “individual-gene” analysis
with 6,000-plex, directly “project” the full-biology of the
reactome onto the tissue

Directly “view” in the tissue, >90% of the Reactome

(~ 400 pathways-of-biology)

72

Propria - o s N,

L ©ONOEEE il S EROR e ol
‘ e e : - ../  Contraction ©  Stemness

Adjacent Ng!rgala%v e R T _ Glucose

-m@a qf *u“f _ e iy - n o 8 T _ I
B~ lorectal Cancer MRl Sei " i ‘JIVIi.‘e_tabolusm Cell Cycle



Does CosMx 6000-plex work on real-world FFPE samples?
ABSOLUTELY, Extended the work that made the cover of Nature Genetfics

nature genetics William L. Hwang, MD, PhD

Assistant Professor, Harvard Medical School
Principal Investigator, Center for Systems Biology/

Department of Radiation Oncology/Center for Cancer
Research, Massachusetts General Hospital

Associate Member, Broad Institute of MIT and Harvard

& HARVARD ¢, CR B2 BROAD g i idsrin

MEDICAL SCHOOL INSTITUTE

Pancreatic cancer
spatial transcriptomics

Single-nucleus and spatial transcriptome profiling of
pancreatic cancer identifies multicellular dynamics
associated with neoadjuvant treatment. (Aug 2022)

BN caame .
CosMx: nanoStrin g
Spatial Molecular Imager FOR RESEARCH USE ONLY. Not for use in diagnostic procedures. ® &



https://cts.businesswire.com/ct/CT?id=smartlink&url=https%3A%2F%2Fwww.nature.com%2Farticles%2Fs41588-022-01134-8&esheet=52805682&newsitemid=20220809005149&lan=en-US&anchor=Single-nucleus+and+spatial+transcriptome+profiling+of+pancreatic+cancer+identifies+multicellular+dynamics+associated+with+neoadjuvant+treatment&index=1&md5=3da1d72c7433a367b26883496fa4039a
https://cts.businesswire.com/ct/CT?id=smartlink&url=https%3A%2F%2Fwww.nature.com%2Farticles%2Fs41588-022-01134-8&esheet=52805682&newsitemid=20220809005149&lan=en-US&anchor=Single-nucleus+and+spatial+transcriptome+profiling+of+pancreatic+cancer+identifies+multicellular+dynamics+associated+with+neoadjuvant+treatment&index=1&md5=3da1d72c7433a367b26883496fa4039a
https://cts.businesswire.com/ct/CT?id=smartlink&url=https%3A%2F%2Fwww.nature.com%2Farticles%2Fs41588-022-01134-8&esheet=52805682&newsitemid=20220809005149&lan=en-US&anchor=Single-nucleus+and+spatial+transcriptome+profiling+of+pancreatic+cancer+identifies+multicellular+dynamics+associated+with+neoadjuvant+treatment&index=1&md5=3da1d72c7433a367b26883496fa4039a

CosMx 6000-plex:
Amazing Diversity of Transcripts with Real-world FFPE Cancer Tissues

4800 to 5300
unique genes detected

l

FalseCode
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99.5% confidence above both ERCC and FalseCodes

nanoStHngﬁ
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Spatial Cell-Signaling Ligand Exploration, Spatially Co-expressed Ligands.
Discovered a clear participation of NERVE-cells in the tumor microenvironment

directly effecting tumor-immune interactions...  onecluster:

CCL5, CCLS8, CXCL9, CXCL10, CD48, SEMA4D, SIGLEC1
Correlation matrix of neighborhood expression Immune cell chemoattractants and activators.
TromE OB Expressed in sporadic hotspots.

Profiles of cells’
“ligand environments”

g ‘ "
¢ d macrophages
~ : 4 " ’
sters ‘;f,"g_"“ hnlds o v, ol ' _ nerve cells and
Erpresee el the malignant.cells
R G L -;' o Tl et | 1 i L ey R L T ‘;4 me nelgh borhoods : * “ ”
407 Ligands co ;
Ligands &
(NOTE: can perform this analysis on 6000 X 6000 genes (36 Million spatial correlations) nan Oé trin 9
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Cold

THE PREPRINT SERVER FOR BIOLOGY TOOI bOX . ow

New Results A Follow this preprint

InSituCor: a toolkit for discovering non-trivial spatial correlations in spatial

transcriptomics

Patrick Danaher, Dan McGuire, Michael Patrick, David Kroeppler, Haiyan Zhai, Joachim Schmid,
Joseph M. Beechem

doi: https://doi.org/10.1101/2023.09.19.5585 1 4

This article is a preprint and has not been certified by peer review [what does this mean?].

SNIERIENOIEDIENIERDIER

Abstract Full Text Info/History Metrics (3 Preview PDF

No “human being” can examine 36 million spatial correlations, this method provides an
24 automated, systematic method to focus on high-impact first-of-kind spatial discoveries

. = Q
:II:rrlk:t" b l o R lv Sea rCh “ I nSitucor” LI AL I LY, UL I 0 S D R N RSP IR AYDPE T ML AMDEA  HUR-BUIBA , HUASRT 1T 1L [ Ry - A HER S MLA-G
e € available under aCC-BY 4 0 Interndonal license
-, - & ; 5 L ' I L e

anoStr_i_n_q




The “Holy-Grail” of Spatial Biology is Here
Explore Single-cell and Subcellular Imaging of the Whole Protein-coding
Transcriptome (>18,000-plex)

Nano .S trin 9 PRODUCTS RESEARCHFOCUS SUPPORT & RESOURCES COMPANY Q

CosMx Human Pancreas
FFPE Dataset

First Single-Cell Spatial Dataset with over 18,000 Genes &

REQUEST MORE INFORMATION

CosMx >18,000-plex datasetin & rﬂ
public domain is here!

Home » Products » CosMx Spatial Molecular Imager » CosMx™ SMI Datasets » CosMx SMI Human Pancreas FFPE...

FOR RESEARCH USE ONLY. Not for use in diagnostic procedures.




CosMx Whole Transcriptome (>18,000-plex) Imaging Panel

Distribution of Transcript Lengths that Over 38,000 CosMx imaging probes
have CosMx imaging probes distributed over 23 chromosomes

Gene Density

it

Low High

(2]
+—
o
-
O
0
e
o
|_
H*

| i

2000 4000 6000 8000 10000 12000 14000
Transcript Length (bp)

Transcripts < 250 bp Iin Transcripts 2 15 kB in
length length

nanoStHng
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Establishing a Baseline Sensitivity and Specificity for CosMx pre-

commercial WTx >18,000-plex Imaging Panel
CPA37 a o

2RV

AlT2
CCRF-CEM
COLO2M1
DAUDI
DU4475
H1648
H596
HCC1806
HDLM2
HEL
HEPG2
HL&0
HS578T
HUHT

(1) Referenced against deep RNA-seg
CCLE database (Broad)

Log,, (counts)

Cancer Cell Line

Encyclopedia

(2) Pre-commercial Specs:

: TP OPM2

62.0% Sensitivity (1 FPKM . - 1., I -
- break'pOIHt) Sensitivity = Fp SKLMS1
97.5% Specificity . sz

SMNU16
o pe— = SNU4TS

( 5 ) . . R1L403 WTx_CulturedCells_BCyc_corrected (LNCAP) Target calls percellfore?cntal’get (Cell_Line:LNCAP) ﬁ o SR
(3) "“Bonus”™: Typical Fixed-cells yield e or
up to 10,000 transcripts per cell at less S iR Swsao

T47D

than 1-cent per cell L ] Segy ™

Ut18MG
UBTMG
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First (in the world) FFPE Spatial Single-cell Whole Transcriptome
Public Data Release: healthy human pancreas

Pancreas Cell Types

| Q uiescent  stellate

A clive ‘_-.tt‘.'“_L;[‘li

>

0.008% rare
cells easily
Gamma cells ar (2.21%) Observable

404 e, [Detta_celis A -—
R, e e d Delta cells 107 (8.392%:)

GCG (Alpha cells)
Alpha cells - 494 (29.51%)

1032 (51.648%)

1000 GHRL (Epsilon cells)

Cells

Epsilon calls 4 (0.239%)

PPY (Gamma cells)
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CosMx WTx Panel: “Listens In” on “Conversations” Between Cells

Pancreas Cell-to-Cell “Conversations” Interactions Detected by CosMx Panel Plex
Arrows Represent Receptor-Ligand Interactions Number of Receptor-Ligand Interactions
— 3.7x
+ 1486)
2.9x
1187

404 )

1k 6k WT

Panel Plex




CosMx WTx Panel: True single-cell Spatially-resolved Whole
Transcriptome with Dr. Holger Heyn (CNAG, Barcelona)

« Total single cells = 1.4 Million cells
* Transcripts = over 1.4 Billion
« Transcripts per cell > 1,000

v.»* Neg-Probes per cell <1.0
| Sgrd ket Lo e Close to snRNA-seq on all key metrics
i g SO edan T YT e ] @gs than 1-cent per transcriptome
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CosMx WTx — Spatially-Aware Cell State Profiling
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Spatial Proteomics with CosMx SMI

HIGH PLEX
Visualize 64 protein targets plus 4

™ -
CosMx™ Human IO Protein Panel segmentation markers

Protein Spatial Biology at subcellular resolution

HIGH THROUGHPUT
1 slide/day with 1.0 cm? tissue area

. CUSTOMIZABLE
T Add up to 8 additional custom protein
b targets (3Q 2023)

viyelola
suppression

EXPANDING MENU
Mouse Neuroscience Panel (3Q 2023)
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Core needle biopsy
Clinical trial data
Gordon Mills Lab OHSU
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Core needle biopsy
Clinical trial data
Gordon Mills Lab OHSU
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First of its Kind Informatics Continuum for Spatial that Scales to
any Plex or Sample Number

Iterative, Multi-sample, Custom
Analytics suite
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Spatial Informatics Platform

Machine-learning >200M Cells analyzed
Cell Segmentation Toolkit SZOO
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Spatial-Multi-Omics for Systems-Biology

GeoMx for in-situ FUNCTION at sample high-throughput
CosMx for in-situ subcellular resolution at tremendous
single-cell number and low single cell cost (< 1cent/cell)

GeoMx

Digital Spatial Profiler

Whole Transcriptome Single-Cell Resolution

High Throughput Entire Tissue Section

Data matches tissue Highest Multiplex & Sensitivity

architecture Best Cell-Segmentation

Highest-protein plex Transformatively less

Highest multi-omic expensive that sc-RNAseq
plex
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